











Table 1. Examples of gene tests used in commercial breddirgjfferent species (D = dairy
cattle, B = beef cattle, C = poultry, P = pigs, Streep) by trait category and type of marker

Trait category

Direct marker

Linkage disequilibrium
marker

Linakge equilibrium
marker

Congenital defects

BLAD (O

Citrulinaemia (D,B)

DUMPS (D)

CVM (D)

Maple syrup urine
(D,B)

Mannosidosis (D,B

RYR (P) RYR (P)
Appearance CKIT (fp Polled (B)
MC1R/MSHR
(P,B*D"
MGF (B")
Milk quality -Casein (D)
R-lactoglobulin ()
FMO3 (D)
Meat quality RYR (B RYR (P)
RN/PRKAG3 (F) |RN/PRKAG3 (P)
A-FABP/FABP4 (B)
H-FABP/FABP3 (B
CAST (P, BY)
>15 PICmarq (P)
THYR (BY)
Leptin (B)
Feed intake MC4R @
Disease Prp (8§ B blood group (é’)
F18 (F9 K88 (P
Reproduction Booroola (3 Booroola (3)
Inverdale(&%) ESR (P")
Hanna (%) PRLR (P)
RBP4 (%)
Growth and
composition MC4R (B CAST (P) QTL (P")
IGF-2 (P"™) IGF-2 (P
Myostatin (EB°) QTL (B*P)
Callipyge (89 Carwell ($)
Milk yield and
composition DGAT (D) PRL (D QTL (D™)
GRH (D")

-Casein (D)
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Accuracy of predicting MEBV
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Solutions split 2

-80 A y =0.2821x + 0.1594
R? = 0.1097

Solutions split 1
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Accuracy of predicting QTL allele effect
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Traits measured Traits measured Traits measured Traits measured
before selection on one sex before after selection on relatives
selection
Growth Feed intake Pigs born alive  Carcass quality

Fatness Milk production Fertility Disease
resistance (fish)

Disease
resistance (cattle)
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